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Characterization of neuronal subtypes by hierarchical clustering of the indicated domains. Hierarchical clustering was performed using the curated gene modules available in Table S2 . A subset of genes included in the modules are indicated on the righthand side. 
Olig3
Merge H dp2,3 -> dI2,3 transition @e10.5 Table S2 . Curated gene lists used to cluster the neuronal subtypes in each dorsal-ventral domain. Table S3 . List of primary antibodies including manufacturer and the dilutions used. Table S4 . Summary table indicating the number of genes and modules for each step of the gene module identification method used to cluster the neuronal subtypes. 
